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(Narumi-Kishimoto Y et al., Eur J Med Genet. 2019, Sato T et al., Eur J Med Genet. 2019, Takano T
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IS OfFFTEENL, X —NE (6 MFFEEE - 3 /AL - AN (10 BERE) e i
bigfk U, it 23 Lz,
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