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One-Step multiplex PCR (no UMI)
1. PCR amplification (x30) 90 min
2. AMPure beads purification 40 min
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Linear&PCR amplification (with UMI)
1. Linear amplification 70 min
2. PCR amplification (x35) 90 min
3. AMPure beads purification 40 min
4. AMPure beads purification 40 min

3. Bioanalyzer 70 min 5. Bioanalyzer 70 min
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Hands-on time total 1.5h Hand-on time total 25h
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